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1 = mouse 

2 = human 

lMTLESIMACCLSEEAKEMRINDEIER|QgRRDKRDMRELKLLLLGTGESGKSTFIKQMRIIHGSiYSDE 
2MTLESIMACCLSEEAKEARRINDEIES|gRRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGS|YSDE 

DKRGFTKLVYQNIFTMQMIRAMDTLKIPYKYEHNKmQLVREVDVEWSAF^^^IKSLWNDPG 
DKRGFTKLVYQNI FTAMQAMIRAMDTLKI PYKYEHNKAHAOLVREVDVEKVSA FiENPYVDp iI KSLWNDPG 

IQECYDRRREYQLSDSTKYYLNDLDRVADPSYLPTQQDVLRVRVPTTGIIEYPFDLQSVIFRMVDVGGQR 
IQECYDRRREYQLSDSTKYYLNDLDRVADPAYLPTQQDVLRVRVPTTGIIEYPFDLQSVIFRMVDVGGQR 

SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 

EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFMVKDTILQ 

LNLKEYNLV 
LNLKEYNLV 
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Sequence ID#1 
mGq 

MTLESIMACCLSEEAKEARRINDEIERQLRRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSGYSDE 
DKRGFTKLVYQNIFTAMQAMIRAMDTLKIPYKYEHNKAHAQLVREVDVEKVSAFENPYVDAIKSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPSYLPTQQDVLRVRVPTTGIIEYPFDLQSVIFRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 
LNLKEYNLV 

Sequence ID#2 
mGq (AN) 

MACCLS EEAKEARRINDE I ERQLRRDKRDARRELKLLLLGTGE SGKSTF I KQMRI IHGSGYSDE 
DKRGFTKLVYQNI FTAMQAMIRAMDTLKI PYKYEHNKAHAQLVREVDVEKVSAFENPYVDAIKSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPSYLPTQQDVLRWVPTTGIIEYPFDLQSVIFRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFMVKDTILQ 
LNLKEYNLV 

Sequence ID#3 
mGq (HA) 

MTLE S IMACCLSEEAKEARRI NDE I ERQLRRDKRDARRELKLLLLGTGESGKSTF I KQMRI IHGSGYSDE 
DKRGFTKLVYQNIFTAMQAMIRAMDTLKIPYKYEHNKAHAQLVREVDVEKVSAFDVPDYAAIKSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPSYLPTQQDVLRVRVPTTGIIEYPFDLQSVIFRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 
LNLKEYNLV 

Sequence ID#4 
mGq (AN-HA) 

MACCLSEEAKEARRINDEIERQLRRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSGYSDE 
DKRGFTKLVYQNIFTAMQAMIRAMDTLKIPYKYEHNKAHAQLVREVDVEKVSAFDVPDYAAIKSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPSYLPTQQDVLRVRVPTTGIIEYPFDLQSVIFRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 
LNLKEYNLV 

Sequence ID#5 

mGq (AN-HVD-HA) from Kostenis et al 1998 

MACCLSEEAKEARRINDEIERHVRRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSDYSDE 
DKRGFTKLVYQNI FTAMQAMIRAMDTLKI PYKYEHNKAHAQLVREVDVEKVSAFDVPDYAAI KSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPSYLPTQQDVLRVRVPTTGIIEYPFDLQSVIFRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 
LNLKEYNLV 
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Sequence ID#6 
mGq (AN-HVD-HA) -t5 

MACCLSEEAKEMRINDEIERHVRRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSDYSDE 
DKRGFTKLVYQNI FTAMQAMIRAMDTLKI PYKYEHNKAHAQLVREVDVEKVSAFDVPDYAAI KSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPSYLPTQQDVLRVRVPTTGIIEYPFDLQSVIFRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQMREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFMVKDTILQ 
LNLKDCGLF 

Sequence ID#7 

mGq (AN-HVD-HA) -t44 

MACCLSEEAKEMRINDEIERHVRRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSDYSDE 
DKRGFTKLVYQNIFTAMQAMIRAMDTLKIPYKYEHNKAHAQLVREVDVEKVSAFDVPDYAAIKSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPSYLPTQQDVLRVRVPTTGIIEYPFDLQSVIFRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDNMRRDVKEIYSHMTCATDTQNVKFVFDAVTDIIIK 
ENLKDCGLF 

Sequence ID#8 
mGq (AN-HVG-HA) 

MACCLSEEAKEARRINDE I ERHVRRDKRDARRELKLLLLGTGE SGKSTF I KQMRI IHGSGYSDE 
DKRGFTKLVYQNI FTAMQAMIRAMDTLKI PYKYEHNKAHAQLVREVDVEKVSAFDVPDYAAIKSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPSYLPTQQDVLRVRVPTTGIIEYPFDLQSVIFRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 
LNLKEYNLV 

Sequence ID#9 
mGq (HVG-HA) 

MTLES IMACCLSEEAKEARRINDEIERHVRRDKRDARRELKLLLLGTGESGKSTF I KQMRI IHGSGYSDE 
DKRGFTKLVYQNI FTAMQAMIRAMDTLKIPYKYEHNKAHAQLVREVDVEKVSAFDVPDYAAIKSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPSYLPTQQDVLRWVPTTGIIEYPFDLQSVIFRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 
LNLKEYNLV 

Sequence ID#10 
mGq (D-HA) 

MTLESIMACCLSEEAKEARRINDEIERQLRRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSDYSDE 
DKRGFTKLVYQNI FTAMQAMIRAMDTLKI PYKYEHNKAHAQLVREVDVEKVSAFDVPDYAAIKSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPSYLPTQQDVLRVRVPTTGIIEYPFDLQSVIFRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 
LNLKEYNLV 
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Sequence ID#11 
mGq (HVD-HA) 

MTLESIMACCLSEEAKEARRINDEIERHVRRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSDYSDE 
DKRGFTKLVYQNI FTAMQAM I RAMDTLKI PYKYEHNKAHAQLVREVDVEKVSAFDVPDYMI KSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPS YLPTQQDVLRVRVPTTGI I EYPFDLQSVI FRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLWFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 
LNLKEYNLV 

Sequence ID#12 
mGq (HVG-HA)-t5 

MTLESIMACCLSEEAKEARRINDEIERHVRRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSGYSDE 
DKRGFTKLVYQNI FTAMQAMIRAMDTLKI PYKYEHNKAHAQLVREVDVEKVSAFDVPDYAAI KSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPSYLPTQQDVLRTOVPTTGIIEYPFDLQSVI FRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 
LNLKDCGLF 

Sequence ID#13 
mGq (HVD-HA) -t5 

MTLESIMACCLSEEAKEARRINDEIERHVRRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSDYSDE 
DKRGFTKLVYQNI FTAMQAM I RAMDTLKI PYKYEHNKAHAQLVREVDVEKVSAFDVPDYAAI KSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPSYLPTQQDVLRVRVPTTGI I EYPFDLQSVI FRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAMEFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFMVKDTILQ 
LNLKDCGLF 

Sequence ID#14 

mGq (AN-HVD-HA) -olf 5 

MACCLSEEAKEARRINDE I ERHVRRDKRDARRELKLLLLGTGE SGKSTF I KQMRI I HGSDYSDE 
DKRGFTKLVYQNI FTAMQAMIRAMDTLKIPYKYEHNKAHAQLVREVDVEKVSAFDVPDYAAIKSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPSYLPTQQDVLRVRVPTTGIIEYPFDLQSVI FRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 
LNLKQYELL 

Human Sequences Tested 

Sequence ID#15 
hGq 

mtlesimacclseeakearrindeierqlrrdkrdArrelkllllgtgesgkstfikqmriihgsgysde 
dkrgftklvyqni ftamqamiramdtlki pykyehnkahaqlvrevdvekvsafenpyvdai kslwndpg 
iqecydrrreyqlsdstkyylndldrvadpaylptqqdvlrvrvpttgiieypfdlqsvifrmvdvggqr 
serrkwihcfenvtsimflvalseydqvlvesdnenrmeeskalfrtiitypwfqnssvilflnkkdlle 

EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 
LNLKEYNAV 

Sequence ID#16 
hGq (AN) 

MACCLSEEAKEARRINDEIERQLRRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSGYSDE 
DKRGFTKLVYQNIFTAMQAMIRAMDTLKIPYKYEHNKAHAQLVREVDVEIWSAFENPYVDAIKSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPSYLPTQQDVLRVRVPTTGIIEYPFDLQSVI FRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 
LNLKEYNAV 
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Sequence ID#17 
hGq (AN-HVD-HA) 

MACCLSEEAKEMRINDEIERHVRRDKRDARRELKLLLLGTGESGKSTFIKQMRI IHGSDYSDE 
DKRGFTKLVYQNIFTAMQAMIRAMDTLKIPYKYEHNKAHAQLVREVDVEKVSAFDVPDYMIKSLWNDPG 

IQECYDRRRE YQLSDSTKYYLNDLDRVADPS YLPTQQDVLRVRVPTTGI I EYPFDLQS VI FRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFMVKDTILQ 

LNLKEYNLV 

Sequence ID#18 
hGq (AN-HVD-HA) -t5 

MACCLSEEAKEARRINDEIERHVRRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSDYSDE 

DKRGFTKLVYQNI FTAMQAMIRAMDTLKI PYKYEI1NKAHAQLVREVDVEKVSAFDVPDYAAI KSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPAYLPTQQDVLRVRVPTTGIIEYPFDLQSVI FRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 

LNLKDCGLF 

Sequence ID#19 

hGq (AN-HVD-HA) -t44 

MACCLSEEAKEARRINDEIERHVRRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSDYSDE 

DKRGFTKLVYQNI FTAMQAMI RAMDTLKI PYKYEHNKAHAQLVREVDVEKVSAFDVPDYAAI KSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPAYLPTQQDVLRVRVPTTGIIEYPFDLQSVI FRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDNMRRDVKEIYSHMTCATDTQNVKFVFDAVTDIIIK 

ENLKDCGLF 

Sequence ID#20 
hGq (D-HA) 

MTLESIMACCLSEEAKEARRINDEIERQLRRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSDYSDE 
DKRGFTKLWQNIFTMQAMIRAMDTLKIPYKYEHNKAHAQLVREVDVEKVSAFDVPDYAAIKSLMDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPAYLPTQQDVLRVRVPTTGIIEYPFDLQSVI FRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 

LNLKEYNLV 

Sequence ID#21 
hGq (HVD-HA) 

MTLESIMACCLSEEAKEARRINDEIERHVRRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSDYSDE 
DKRGFTKLVYQNIFTAMQAMIRAMDTLKIPYKYEHNKAHAQLVREVDVEKVSAFDVPDYAAIKSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPAYLPTQQDVLRVRVPTTGIIEYPFDLQSVIFRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLMKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 

LNLKEYNLV 
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Sequence ID#22 
hGq (HVG-HA)-t5 

MTLESIMACCLSEEAKEARRINDEIERHWRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSGYSDE 
DKRGFTKLVYQNIFTAMQAMIRAMDTLKIPYKYEHNKAHAQLVREVDVEKVSAFDVPDYMIKSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPAYLPTQQDVLRVRVPTTGIIEYPFDLQSVIFRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 
LNLKDCGLF 

Sequence ID#23 
hGq (HVD-HA)-t5 

MTLESIMACCLSEEAKEARRINDEIERHVRRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSDYSDE 
DKRGFTKLVYQNIFTAMQAMIRAMDTLKIPYKYEHNKAHAQLVREVDVEKVSAFDVPDYSAIKSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPAYLPTQQDVLRVRVPTTGI I EYPFDLQSVI FRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQMREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 
LNLKDCGLF 

Sequence ID#24 

hGq (AN-HVD-HA) -olf 5 

MACCLSEEAKEARRINDEIERHWRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSDYSDE 
DKRGFTKLVYQNI FTAMQAMI RAMDTLKI PYKYEHNKAHAQLVREVDVE KVSAFDVPD YAAI KSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPAYLPTQQDVLRVRVPTTGIIEYPFDLQSVI FRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAMEFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 
LNLKQYELL 

Sequence ID#20 
hGq (HVG-HA)-t5 

MTLESIMACCLSEEAKEARRINDEIERHVRRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSGYSDE 
DKRGFTKLVYQNI FTAMQAMIRAMDTLKI PYKYEHNKAHAQLVREVDVEKVSAFDVPDYAAIKSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPAYLPTQQDVLRVRVPTTGIIEYPFDLQSVI FRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 
LNLKQYELL 

Sequence ID#26 
hGq (HVD-HA)-t5 

MTLESIMACCLSEEAKEARRINDEIERHVRRDKRDARRELKLLLLGTGESGKSTFIKQMRIIHGSDYSDE 
DKRGFTKLVYQNI FTAMQAMIRAMDTLKI PYKYEHNKAHAQLVREVDVEKVSAFDVPDYAAIKSLWNDPG 
IQECYDRRREYQLSDSTKYYLNDLDRVADPAYLPTQQDVLRVRVPTTGIIEYPFDLQSVI FRMVDVGGQR 
SERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEESKALFRTIITYPWFQNSSVILFLNKKDLLE 
EKIMYSHLVDYFPEYDGPQRDAQAAREFILKMFVDLNPDSDKIIYSHFTCATDTENIRFVFAAVKDTILQ 
LNLKQYELL 
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